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1  GCGTGCTTCA   TTGCCTTATT    CAACCAAGCT   CTCTATTCTT     GGTTTACTAC      50 

51  TAAATCCACC    TTTAGTTTTT    AGTTTCATAA    AAACTTTCGT   AGGTTGTTCT   100 

101  TGAATAGAAA   ATGTAGCCCA  TTTCTTCCCA     TCCCATGGGT   TACACCTTGA   150  

151  CCTAACTTTT    TTATGCAAGA  TGATTATGCT      TACTCTTTTT   CCTTTT G AGG   200

201  GTTTGCTGAA   GATGGCGGTA  TATAGACTGG     ATTAGCAAGG  GGCGGTGAGG  250  

251  TCTATCGGGG    TTTATCGATT    ACAGAACAGG  CTCCTCTAGG   GGGGTTTAAA    300  

301  GCACCGCCAA  GTCCTTTGAG  TTTTAAGCCG     TTGCTAGTAG   TTCTCTGGCG    350  

351  AATAATTTTG    TTTGATAAAT    TATTTATGTT       TAAGGCTAAG  C                           391

1. 12S rRNA 391 bp 11 3 

G A

Fig. 1. A sequence of mitochondrial 12S rRNA (391 bp) gene of Ursus thibetanus. The bold letters

represent the transition nucleotides in the 391 nucleotides of the 11 Asian black bears. The framed bold

transition nucleotide from Shei-Shan sample is G, and from the other samples is A.
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1  ACCAACATCC GAAAAACCCA  CCCATTAGCC   AAAATCATCA   ACAACTCACT    50 

51  CATTGATCTC    CCAGCACCAT    CAAATATCTC   AGCATGATGA   AACTTTGGAT   100  

101  CCCTCCTCGG   AGTATGCCTA     ATCCTACAGA   TTCTGACAGG   CCTATTTCTA     150 

151  GCTATACACT    ACACATCAGA   CGCGACTACA   GCCTTTTCAT    CAGTCGCCCA    200  

201  TATTTGCCGA    GACGTCCATT    ACGGATGAAT   TATCCGATAC     ATACATGCAA     250  

251  ACGGAGCCTC  CATGTTCTTC     ATCTGCCTAT     TCATACACGT    AGGACGGGGC   300 

301  TTGTATTATG     GCTCATACCT     ACTCTCAGAA ACATGAAACA  TTGGCATCAT     350  

351  CCTCCTATTT     ACAGTTATAG    CCACCGCATT    CATAGGATAC   GTCCTACCCT      400  

401  GAGGACAAAT  ATCATTCTGA    GGAAT                                                                             425

2. 16S rRNA 425 bp 3

Fig. 2. A sequence of mitochondrial 16S rRNA (425 bp) gene of Ursus thibetanus. There were only 3

transition nucleotides represented by the bold letters in the sequences. The sequences between Ursus

thibetanus formosanus are identical.
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Abstract

Partial gene sequences of mitochondrial 12S rRNA (391 bp) and 16S rRNA (425 bp) were

compared among one captive sun bear (Ursus malayanus Raffles) and 11 Asian black bears (Ursus

thibetanus Cuvier). The latter consisted of two wild and one captive Taiwan black bear (Ursus thibetanus

formosanus Swinhoe) and eight captive individuals of unknown geographical origins. There were distinct

interspecific differences in the sequences between the sun bear and the Asian black bears with 13

nucleotide variations (one deletion, one transversion and 11 transitions) for 12S rRNA and 34 variations

(two transversions and 32 transitions) for 16S rRNA. For the Asian black bears, there were only three

transitions for each of 12S rRNA and 16S rRNA; the variations were too small for distinction of its

geographical populations.
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